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Other Functions in ArrayTrack

ID converter
Join table

Split table
Get unique ID
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|ID Converter

ID converter Is a very
useful tool that
converts one kind of
ID to another when
user searching
libraries with only a
few available ID types

Double-click ID Converter
In the Library panel

@ Library

&, ID Converter
% Gene Lihraw[%

;?__ Fathweay Library
ﬁ Frotein Library

I IFI Library
B Orthologene Libirary

“ | GOFFA Library
I Chip Library
$R Toxicant Library
BT EDKE Library



ID Converter - continued
Select the input ID type

£ Genes 3 Proteins %2 Pathways E| ipi 1M

d Id Converter

GENENAME

More Info ... |Select one -- Link To ... |Select one --

[W/Hs [ |Mm [ |Rn

GENENAME-LOCUSID -

) official name onhy

ExportTahle

Paste the IDs @ Step2: Enter your data
in this box

| GEMEMAME|LOCUSID

Abp1 26
Abp1
_ Arfip2
Tefapze CAlf

: Fst

: Hprt
| : Lrnxl &

or specify input file (txt file) :

: Onecut
Select the Browse Example Pacsin3
output ID type

(3) sedect output ID types ra
. 1 PdeBh

LOCUSID “ | Facp

Facp

@| Convert % 4|




Join Table

User can join two data tables according to a common ID

4] Arraylrack Testing

Datahase Library | Tool | Export Help

Visualizations
Quality-Control

Egg Diatabase Conte  yormalization
& ANONYMOUS| puabcic

'u' AD - - -
ERA File-Manipulation

- |

b . . .

o :
. ,u. Join Table (File)
) FOATRAIMING Get Unigue ID Spiit Table (File)
T

FEDERICU Gl preferences... =|:
F Q1AM :

O=
..
O=




Join Table - continued

o o EI

|
Merge Tables
_ Side By Side {(match by row number)

(@) Match Table By Selected Column

[ | if found mutltiple matched items in Merged Table, repeat Main Table records

Match case

< Main Table: D Open File *\

Open the twq tables

pd

Open File

Merge Table :

Merge Tables Clear Input

Select column for each table, then




Join Table - continued

v X

Merge Tables

i Side By Side (match by row number)
i@ Match Table By Selected Column

[ If found multiple matched items in Merged Table, repeat Main Table records

[v] Match case
Main Table : [123geneMASS_Fold1.5_P0.05 || OpenFile L ngh“ght the columns for
1 /| merging
denelist_na.. expic denehankacs denename lacusid uniggpre‘ld/ SWisspre
123geneM... |251 DE4RE7 Fikdch  / |81747 \ 4~
123geneM... |251 A013513  |[Csnkid | |F4462 |
123gened... |251 ME2855 Cyp2e13 | 171521 | /
123geneM... |251 J05181 Gele \ 262832 / /
123genaM... |251 031838 /
‘| l | /|
Merge Table : [1350ene_FermutationP0.05Fold1.5 ||  OpenFile
genelist_ na.. expid nenebankact genename locusid ur;rl’geneid SuiSSpre |
135gene_... |251 ¥0E827 Hmbs  / |25709
135gene_... (251 HE5286 Hmoer [ |25678 \
138gene_... |251 HA7988 Pemp3 | [294534 |
1350ene_ .. |251 A1229291 \ /
138gene_.. |251 L1 7260 Mat1 116631
{] I | | ¥

Select column for each tahle, then Merge Tables %l Clear Inpurt




Split Table

ArrayTrack provides a tool for splitting a big spreadsheet to separated files.

47 Arraylrack Testing

Database Library | Tool | Export Help

%r% New Es Visualizations
Quality-Control

b
b
—1 Database Conte gormalization [
b
b

&

ANONYMOUS| gonssie

AL : . :
= File-Manipulation

Join Table {File)
FOATEAIMIMG Get Unigue 1D Split Tahle (File)
FEDERICU G preferences... ‘E‘ :

N

=)+l ol 42 s o) »
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Split Table - continued

Split File

o X

® By Columns _ By Rows

@ Step1: Load Input File:

Open Input Filel.. ) Manually select first data row...

N,

@ Step2: Assign first column for the first two dataset;

First Column for DataSet 1:

First Column for DataSet 2:

@ Stepd: Save to folder ;

DataFiles Root Directory

@ Stepd: Start saving :

Split File

Browse

Click “Open Input File” button
To open the table file



Split Table - continued

Split File

® By Columns ' By Rows

@ Step1: Load Input File:

| Open Input File H Manually select first data row...

_DESCRE_MFR | GER_ID_MFR | LOCUSID POS_ |RE..| SPOTID \_ {AFX_1_A1}Biotin [A] /) {AFx_1_A1} Original Fla fAFR_1_AZ) Biotin [4)] D«F}(_1_A2}0riginal Flan

M_005505.200. (1952256 _a_at  |944 1 173067 ITOT O F RS E——— P -
|JM_D1514EI.1 D, (1552257 _a_at  [2370 2 173068 1646 628 P 1507 .641 P 1=
|Jru1_0528?1.1 ID... 1952258 _at 3 1730649 187.298 F 197.691 F
|JM_DBDT35.1 D 1552261 _at 10406 4 173070 2078 A 251 A

M_138957.110.. (1952263 _at a544 a 173071 3554916 F 244 964 F =

L]

\ET

@ Step3: Sawve to folder :

@ Step2: Assign first column for the first two dataset:

First Column for DataSet 1: __J[%]| {AF%_1_n1} Biotin [A]
&irst Column for DataSet 2: D[/ {AFX_1_A2} Biotin [A]

Select the column header of the first column for the
first dataset, then click button “First Column for dataset 1”.
Then select the column header of the first column for the
Second dataset, then click button “First Column for dataset 2”.

@ Stepd: Start saving :

DataFiles Root Directory [S1EKENF QiarMAQC_rmain_Afly_Export ( |

Click Browse to find the folder to save the

split files.
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Database Librany

Get Unique ID

Using this tool, the user can find out how many
unique IDs there are in a data file.

47 ArrayTrack Testing

Tool | Export Help

6

%[% New E>

—4 Database Conte

AMOMNYMOLIS
AL
EFA

Visualizations
Cualty-Control
Normalization
Analysis

b
b
b
b
File-Manipulation »

FDATRAIMIMNG
FEDERICD G

N

FralAMN

Get Unigue ID
Preferences...

=) o=l o2 ) o) ) +

Paste the IDs in here

1]

[¥]'n
v];

Delimiters Option (check all applied)
Space

[¥] [¥]:

v, [v] 1

[ ] Others

Clear

oy
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Get Unique ID - continued

The value in Column N represents the frequency of the ID in the data table

T e |
[ PostIDs | IDtable
ID ¥

1 AAEEE112 1 =
2 AABBEITH 1
: AABEST0 ! _ — This is not an unique ID
4 AA108308 2 d
5 ARES4E63 1 L3
z AAEE4929 1
7 ARBEEDIT 1
z AABBESTY 1
g AABE49R0 1
10 AMBBESTE 1
11 AABEE15Z 1
12 AM082TT 1
13 ARBB453T 1 -

Al i
Input Mumber:14; Returned Unigue Number=13
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